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Ecovalent bond = 10-50 x EH-bond 
EH-bond = 5-100 x Evan der Waals



147803 are Protein Complexes 
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Algorithm flowchart
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Formulae and Input
Input.txt example

Descriptors highlight



Bridging H-Bonds
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TXT - CSV

Output Examples



JSON - DATABASE

Output Examples
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Future Developments:

HBF 
Platform

Multi-platform stand-alone program, downloadable, for 
calculations on local dataset

Online service with textual input

Online service with GUI

Free access to pre-computed community datasets

Development of further analyses

Thank you for your attention!


