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How to 
access the 
data

In this link there is a ‘tutorial’ on how to access the data, but it is 
almost enough to have the link above and understand some key 
parameters:

https://swift.cloud.infn.it:8080/v1/AUTH_1e60fe39fba04701aa5ffc0
b97871ed8/Cygnus/Data/LTD/Data_Camera/ROOT/histograms_Ru
n01300.root

https://drive.google.com/open?id=1pf6gFPQ69ln7UZ8V7e8o6mhpATQPUIKIsBPWlCb5tq8


Data Format The algorithm works with .ROOT files, but some of our old data 
were in .h5.

Git repository where you can find instructions about how to convert 
.H5 to .ROOT

Name of the image

Format of the variable

Name of the PMT 
waveform

Time stamp of the 
acquisition

https://github.com/CYGNUS-RD/hdf2root
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Reconstruction 
Algorithm

How to run

Clusterization
Reconstruction of 

the variables
Image 

pre-processing

Running the analysis code: (https://github.com/CYGNUS-RD/analysis)

python3 reconstruction.py configFile.txt --pdir plots --max-entries X -jX

▪ configFile.txt is the configuration file with all the settings.
▪ pdir is the directory where the plots will be saved.
▪ max-entries is the number of images you want to analyse.
▪ j is the number of cores you want to use.

https://github.com/CYGNUS-RD/analysis
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Reconstruction 
Algorithm

Debug_mode


