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Active matter

* Inherent far from equilibrium system whose internal constituents continuously convert chemical
energy into work (M.C. Marchetti et al., Rev. Mod. Phys. 85, 1143 (2013)).
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Equations of motion
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Bacteria under slit confinement
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Bacteria under slit confinement
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Conclusions

A minimal continuum model with a few physical ingredients (such as
treadmilling, contractility and anchoring) captures many of the
observed features of motile and spreading cells

 Numerical simulations of self-propelling particles reproduce wall
accumulation of (low-density) bacteria in good agreement with
experimental results. Microscopic dynamics has negligible effects on
the accumulation.
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